Key indicators: single-crystal X-ray study; T = 120 K; mean (Sn-O) = 0.004 Å; R factor = 0.035; wR factor = 0.078; data-to-parameter ratio = 22.2.
Related literature
For the structure of the monoclinic polymorph, see: Howie et al. (2005) . For related di--hydroxido-bis[fac-trichloridoaquatin(IV)] complexes, see: Barnes et al. (1980) ; Cameron et al. (1985) ; Shihada et al. (2004); Mü ller et al. (2007) . For analysis of pseudo-symmetry, see: Spek (2003) .
Experimental
Crystal data Table 1 Selected geometric parameters (Å , ).
Sn1-O3 2.078 (4) Sn1-O2 2.082 (4) Sn1-O1 2.140 (4) Sn1-Br2 2.5078 (7) Sn1-Br3 2.5100 (7) Sn1-Br1 2.5830 (7) Sn2-O2 2.070 (4) Sn2-O3 2.082 (4) Sn2-O4 2.176 (4) Sn2-Br6 2.5062 (7) Sn2-Br4 2.5180 (7) Sn2-Br5 2.5726 (7) 107.99 (17) Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz; (ii) Àx þ 2; Ày þ 1; Àz.
Table 2
Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 2; Àz; (ii) Àx þ 2; Ày þ 1; Àz; (iii) Àx; Ày þ 1; Àz þ 1; (iv) Àx þ 1; Ày þ 1; Àz þ 1; (v) x þ 1; y; z À 1; (vi) x þ 1; y; z; (vii) Àx þ 1; Ày; Àz þ 1; (viii) x À 1; y; z þ 1; (ix) Àx þ 1; Ày þ 1; Àz.
Data collection: COLLECT (Hooft, 1998 ); cell refinement: DENZO (Otwinowski & Minor, 1997) and COLLECT; data reduction: DENZO and COLLECT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010 
Comment
The monoclinic (P2 1 /c) polymorph of the title compound was originally isolated as an hydrolysis product during recrystallisation experiments (Howie et al., 2005) . The present triclinic polymorph was isolated similarly as an hydrolysis product.
The crystallographic asymmetric unit of (I) Table 1 . The observed trends for the dinuclear species match those found in the monoclinic polymorph (Howie et al., 2005) and other related di-µ-hydroxo-bis[fac-trichloroaquotin(IV)] complexes (Barnes et al, 1980; Cameron et al., 1985; Shihada et al., 2004; Müller et al., 2007) .
Extensive hydrogen bonding is found in the crystal structure that link all components into a 3-D network. Each hydroxyl group forms a single O hydroxyl -H···O water hydrogen bond. In the case of the centrosymmetric molecules, i.e. containing the Sn3 and Sn4 atoms, single water molecules serve as bridges between them to form a supramolecular chain aligned along [1 1 0], Fig. 4 and Table 1 . It is these O hydroxyl -H···O water hydrogen bonds that appear to be the major difference between the the triclinic and monoclinic forms. In the monoclinic form, one hydroxyl group forms a single O hydroxyl -H···O water hydrogen bond whereas the other forms two, with neither forming direct bridges between dinuclear molecules. In (I), each of the aqua molecules forms an intramolecular O aqua -H···Br hydrogen bond as well as an O aqua -H···O water interaction, Table 1 
Experimental
Solutions of PrS(═O)OCH 2 CH 2 S(═O)OPr (210 mg, 1 mmol) in MeOH (15 ml) and SnBr 4 (440 mg, 1 mmol) in MeOH (15 ml) were mixed. After maintaining the reaction mixture at room temperature for several days, the microcrystalline precipitate was collected. As the crystals were not suitable for X-ray study, they were redissolved in MeOH and the solution was maintained at room temperature. After two weeks, colourless blocks of (I) suitable for X-ray analysis were collected supplementary materials sup-2 and found to be hydrolysed stannic bromide. On heating the crystals, decomposition slowly occurred, and hence no melting point was measured. Standing in a moist atmosphere resulted in the formation of a syrup.
Refinement
The O-bound H atoms were located from difference maps and refined with O-H = 0.840±0.001 Å, and with U iso (H) = 1.5U eq (C). The maximum and minimum residual electron density peaks of 1.06 and 1.63 e Å -3 , respectively, were located 2.28 Å and 0.82 Å from the H6 and Sn2 atoms, respectively. The ADDSYM routine in PLATON (Spek, 2003) suggested the possibility of additional (C) symmetry. However, in this pseudo-symmetric setting, the O9-water molecule has no symmetry equivalent in the structure. Figures   Fig. 1 . The molecular structure of the molecule occupying a general position in (I) showing displacement ellipsoids at the 50% probability level. 
